Application Note

TANBead Stool Cell Extrac�on kit
I. Introduc�on
The TANBead Stool DNA extrac�on kit is designed for fast puriﬁca�on of high-quality microbial and host DNA from stool
samples. Combined with TANBead Automated Extractor, the nucleic acids can be easily extracted without any risks of
cross-contamina�on. Addi�onally, this kit u�lizes advanced technology for robust yields of pure DNA ready for downstream PCR, next-genera�on sequencing (NGS), or other applica�ons. The kit uses highly eﬃcient lysis and washing
technology for fast removal of inhibitors such as proteins, nucleases, and other impuri�es. Compare with tradi�onal
extrac�on protocol, we provide a simpler and more eﬃcient solu�on for those who struggle with �me-consuming and
complex methods.

II. Advantages
Isolate 1 to 96 samples in 50 minutes.
Increases nucleic acids recovery from stool sample with high input and low elu�on volumes in 96 deep-well plate
formats.
Automa�on-ready, no organic extrac�on or ethanol precipita�on is required.
Complete removal of contaminants and inhibitors.

III. Applica�on data
To verify which type of stool samples can be treated for DNA extrac�on, the extrac�on of host genomic DNA and bacterial
DNA from various animal sample types was carried out by using the TANBead Stool DNA extrac�on kit. Tested samples
were prepared by using diﬀerent types of animal stool specimens from omnivorous animals to herbivorous animals (Table
1). To analyze the extracted DNA from a human stool specimen, the total yields of extracted DNA were measured using
the NanoDrop and the bacterial and eukaryo�c gDNA was determined by qPCR of 16S rRNA and GAPDH, respec�vely
(Table 2). In addi�on, the extracted DNA were analyzed by 16S rRNA sequencing to deﬁne opera�onal taxonomic units
(OTU)[1-2], the abundance distribu�on of dominant 35 genera between two samples are displayed in the species abundance heatmap[3-4] (Figure 1).

50 mg of various animal stool specimens
Omnivorous

Herbivorous
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DNA yield (µg)

Cat

27.37±0.62

Dog

17.14±0.36

Rabbit

28.07±0.21

Chinchilla

28.65±0.18

Goat

20.10±0.51

Tortoise

28.16±0.60

Guinea pig

27.62±1.16

Cow

29.48±0.46
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Table 1. The performance of the TANBead
Stool Cell DNA extrac�on kit was conducted
with various animal stool specimens (Triplicate for each sample).
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DNA yield (µg)
7.81±0.12

qPCR detec�on (Ct)
16S rRNA

GAPDH

15.54±2.22

31.90±1.20

Table 2. The performance of the TANBead
Stool Cell DNA extrac�on kit was conducted
with a human stool specimen (50 mg sample
per test, n = 3).

Escherichia_Shigella
_Ruminococcus_gnavus_group
Biﬁdobacterium
Alis�pes
Tyzzerella_4
Erysipelatoclostridium
Ac�nomyces
Su�erella
Succina�monas
Ruminiclostridium_9
Streptococcus
Bacteroides
Lachnoclostridium
_Ruminococcus_torques_group
Fusobacterium
Ruminiclostridium_ 5
Paraprevotella
Bilophila
Faecalibacterium
Blau�a
Ruminococcaceae_UCG_013
Parabacteroides
f_Lachnospiraceae unclassiﬁed
Allisonella
Tyzzerella
Flavonifractor
f_Enterobacteriaceae unclassiﬁed
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Figure 1. Species abundance heatmap of human stool samples extracted by TANBead Stool Cell DNA extrac�on kit. The
rela�ve abundances are colored based on the percentage of each OTU compared with total OTU count present in that
sample (Blue: low percentage of OTUs to sample; Red: high percentage of OTUs). Plo�ed by sample name on the X-axis
and OTU on the Y-axis represents the genus. The absolute value of 'z' represents the distance between the raw score and
the mean popula�on of the standard devia�on. 'z' is nega�ve when the raw score is below the mean, and vice versa.
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IV. Speciﬁca�ons
Target

Host or
Bacterial DNA

Instrument model

M8

M4800

M9600

Input sample

At least 50 mg / test

Elu�on volume

80 µl

Incuba�on �me

10 mins

SLA 32
SLA E13200

Extrac�on �me

41 mins

41 mins

50 mins

44 mins

Throughput

8 samples

48 samples

96 samples

32 samples

Real-�me PCR, NGS

Applica�on

V. Conclusion
The signiﬁcance of stool microbiome on health has been reported in many studies of medicine and research. We have
demonstrated that TANBead Stool Cell DNA extrac�on kit is an ideal laboratory tool to automa�cally isolate DNA from
stool samples, the puriﬁed DNA is ready for direct use in downstream applica�ons, such as qPCR and NGS. Therefore, it is
a powerful tool for sample prepara�on of noninvasive colon cancer screening, microbiota analysis, biology research, etc.
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